ABSTRACT Microcystis aeruginosa is a bloom-forming cyanobacterium found in fresh and brackish waters worldwide. We sequenced the whole genome of M. aeruginosa NIES-4285, isolated from Lake Abashiri, Japan. Its genome contains approximately 5.2 Mbp with an average GϩC content of 42.60% and is predicted to have 4,980 proteincoding genes.
genome. This draft genome sequence provides genetic information for future investigation of the genomic diversity and bloom occurrence of M. aeruginosa in brackish water.
Data availability. This whole-genome shotgun project has been deposited in DDBJ under the accession no. BIFY01000000. Raw sequencing reads have been deposited in DDBJ under the accession no. DRR164041.
